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3 <110> APPLICANT: COMPUGEN LTD. 

5 <120> TITLE OF INVENTION: VARIANT OF tn t : -RECEPTOR 

7 <130> FILE REFERENCE: 12 58 8 3 -COMPUGEN 
C--> 9 <14 0> CURRENT APPLICATION NUMBER: US/09/599,400 
C--> 10 <141> CURRENT FILING DATE: 2000-06-22 

1 2 < 1 6 0 > NUMB E R OF SEQ I D NOS : 16 
14 <170> SOFTWARE: PatentTn Ver. 2.1 

16 <21()> SEQ ID NO: 1 

17 <211> LENGTH : 8 54 

18 <212> TYPE: DNA 

19 <2.L3> ORGANISM: Homo sapiens 

21 <4 0()> .SEQUENCE: 1 

22 gagtgagagq ccatagctgt ctggcatygg cctctccacc gtycctgacc tgctgctycc 

23 gctggtgctc ctggagctgt: tggtgggaat aLacccctca gggyttattg gactggtccc 

24 tcacctagyg gacagggaga agagagaLag tgtgtgtcec caaggaaaat; a La tccaccc 

25 tcaaaaLaat ticyatttgct gtaccaagtg ccacaaagga acctacttgt acaatgactg 

26 tccaggcccg gggcaggata cggactgcag ygagtgtgag agcggct.cct tcaccgcttc 

27 agaaaaccac cticagacaet: gccLcagctg ctccaaatgc cgaaaggaaa tgggtcaggt, 

28 ggagatotct: tcttgcaoag tggaceggga caccgtgLyt: ggctgcagya agaaccagta 

29 ccggcattat tggagtgaaa accttttcca gt;gcttcaa t; tgcagcctcL gcctcaatgg 

30 gaccgtgcac ctctcctgcc aggagaaaca gaacaccgtg tgcacctgcc atgcaggttt 

31 ctttctaaga gaaaacgagt gtgtctcctg tagtaactgt aagaaaagcc tggagtgcac 

32 yaagttgtyc ctaccccaga ttigagaatgt taagggcact; gaggactcag gcaccaoagt 

33 gotgttgccc otggttcytc cctgagcctt; tttcacagtg cataagcagt tt;tt\t:ttgtt 

34 tLLgttttgt tctgttttgt ttttaaatca atcatgttac actaatagaa acttggcact 

3 5 cctgtgccct ctgcctggac aagcacatag caayctgaac tgtcctaagg caggggcgag 
36 cacggaacaa Lggg 

39 <2I0> SEQ ID NO: 2 

40 <211> LENGTH: 1008 

41 <212> TYPE: DNA 

4 2 <213> ORGANISM: Homo sapiens 
4 4 <4 00> SEQUENCE: 2 

4 5 ggggagtgag agyccatage tyLctygcat ygycctctcc accgtgcclg acctgctgct 
4 6 gccgctggtg ctcctggagc tgttggtggg aai:at;acccc tcaggggLta ttggactggt 
4 7 ccctcaccta ggggacaggg agaagagaga tagtgtgtgt ecccaaggaa aatatatcca 
4 8 ccctcaaaat aaLLcgattt gctgtaccaa gtyccacaaa ggaacctact tgtacaatya 

4 9 ctgtccaggc ccggggcagg atacggactg cagggagtgt gaga g eg get ccttcaccgc 

50 Utcagaaaac cacctcagac actgcctcag ctgetccaaa tgccgaaagg aaatgggtca 

51 ggtggagatc tcttcttgca cagtggaccg ggacaccgtg tgfcggctgca ggaagaacca 

52 gtaccggcat LatLggagtg aaaaccLtLt ccagtyctlc aattgcagcc tctgcctcaa 

53 tgggaccgtg cacctctcct gccaggagaa acagaacacc gtgtgcacct gccatgcagg 

54 LttcLttctia agagaaaacg aytgLgtcLc ctgtaytaae LgLaagaaaa gcctggagtg 

5 5 cacgaagttg tgcctacccc agattgagaa tgttaagggc actgaggact caggcaocac 

56 agtgctgttg cccctggtca ttttctttgg tctttgcctt; ttatccctco tcttcattgg 

57 tttaatgtat cgctaccaac ggLggaagtc caagcLctac tccattgttt gtgggaaatc 

58 gacacctgaa aaagaggggg agcttyaagg aactactact aagcccctgg LtcgtcccLg 

59 agcctttttc acagtgcata aycagttttt tttgtttttg ttttgtttgt tttgttttta 
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60 aateaatcat gttacactaa tagaaacttg gcactcctgt gccctctgce tggacaagca 96 0 

61 catagcaagc tgaactgtcc taaygcaggg gcgagcacgg aacaatgg 1000 

64 <210> SEQ ID NO: 3 

65 <211> LENGTH: 1.119 
6 6 <212> TYPE: DNA 

6 7 <213> ORGANISM: Homo sapiens 
6 9 <4 0 0> SEQUENCE: 3 

70 gggagtyaga ggccatagct gtctygcatg ggcctctcca ccgtgcctga cetgctgetg 60 
7.1 ccgctggtgc tcctggagct gttggtggga atatacccct eaggggttat tggactggtc 120 

72 cctcacctag gggacagyga gaagagagat agtgtgtgtc cccaaggaaa atatatccac 180 

73 cetcaaaata attcyatttg ctgtaccaag tgccacaaag gaacctactt gtacaatgac 240 

74 tgtccaggcc cggggcagga tacggactgc agggagtytg agagcggctc cttcaccgct 300 

75 tcagaaaacc acctcagaca ctgcctcagc tgctccaaat gccgaaagga aatgggtcag 360 

76 gtgyagatct ettottgcac agtggaccgg gacaccgtgt gtggctgcag gaagaaccag 420 

77 taccggcatt attggagtga aaaccttttc cagtgcttca attgcagcct ctgcctcaat 4 80 

78 gqgaccgtgc acctctcctg ccaggagaaa cagaacaccg tgtgcacctg ccatgcaggt 54 0 

79 ttctttctaa gagaaaacga gtgtgtctcc tgtagtaaet gtaagaaaag cctggagtgc 600 
B0 acgaagttgt gcctacccca gattgagaat gLtaagggca ctgaggactc aggcaccaca 660 

81 gtgctgttgc cccgggtcat tttctttggt ctttgccttt ta tree tec t cttcattggt 720 

82 ttaatgtatc gctaccaacg gtggaagtcc aagctctact ccattgtttg tgggaaatcg 780 

83 acacctgaaa aagaggggga gcttgaagga actactacta agcecctggc cccaaaccca 840 

84 agcttcagte ccactccagg ettcacccee aeectgggct tcagtcccgt: gccoagttco 900 
8 5 accttcacet ccagcaaggc tgctcggggg occctggtte gtccctgagc cttttteaca 9 60 

8 6 gtgeataage agtttttttt gtttttgttt tgttttgttt tgtttttaaa tcaatcatgt 102 0 
87 tacactaata gaaacttggc actcctgtge cctctgectg gacaagcaea tagcaagctg 1080 

8 8 aactgtocta aggcaggggc gagcaeggaa caatgggca .1119 
91 <210> SEQ ID NO: 4 

9 2 <2:il> LENGTH: 918 
9 3 <212> TYPE: DNA 

94 <213> ORGANISM: Homo sapiens 
9 6 <4 0 0> SEQUENCE: 4 

9 7 gggagtgaga ggccatagct gtctggcatg ggcctctcca ccgtgcctga cctgctgctg 6 0 

98 ccgctggtgc tcctggagct gttggtggga atatacccct eaggggttat tggactggtc 120 

99 cctcacctag gggacaggga gaagagagat agtgtgtgtc cccaaggaaa atatatccac 180 

100 cetcaaaata attcgatttg ctgtaccaag tgccacaaag gaacctactt gtacaatgac 24 0 
10.1 tgtccaggcc cggggcagga tacggactgc agggagtgtg agagcggctc cttcaccgct 300 

102 tcagaaaacc acctcagaca ctgcctcagc tgctccaaat gccgaaagga aatgggtcag 36 0 

103 gtggagatct cttcttgcac agtggaccgg gacaccgtgt gtggctgcag gaagaaccag 420 
.104 taccggcatt attggagtga aaaccttttc cagtgcttca attgcagcct ctgcctcaat 480 

105 gggaccgtgc acctctcctg ccaggagaaa cagaacaccg tgtgcacctg ccatgcaggt 54 0 

106 ttctttctaa gagaaaacga gtgtgtctcc tgtagtaact gtaagaaaag cctggagtgc 60 0 

107 acgaagttgt gcctacccca gattgagaat gttaagggca ctgaggactc aggcaccaca 66 0 

108 gtgctgttgc ccctggtcat tttctttggt ctttgccttt tatccctcct caccagcaag 720 

109 getgeteggg ggcccctggt tegtecctga gectttttea cagtgcataa gcagtttttt 78 0 

110 ttgtttttgt tttgttttgt tttgttttta aatcaatcat gttacactaa tagaaacttg 84 0 

111 gcactcctgt gccctctgcc tggacaagca catagcaagc tgaactgtcc taaggcaggg 90 0 

112 gcgagcacgg aacaatgg 918 
11.5 <210> SEQ ID NO: 5 

116 <21.1> LENGTH: 542 
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117 <212> TYPE: DNA 

118 <213> ORGANISM: Homo sapiens 

120 <4 00> SEQUENCE: 5 

121 gggagtyaya ggcctayctg tctggcatgy ycctctccac cgtgcctgac 

122 cgctygtgct cctggagctg ttggtyggaa tatacccctc aggggttatt 

12 3 ctcacctagg ggacagggag aagagagata gtytgtgtcc ccaaggaaaa 

124 ctcaaaataa ttcyatttyc tytaccaagt gccacaaagg aacotactty 

125 gtccaygccc gggycaggat acgyaetgca gygagtgtya gagcggctcc 

126 cagaaaacca cctcatgccc gttttgggtg tcctcaccag caaygctgct 

127 tggttcgtcc ctgagccttt ttcacagtgc ataagcagtt ttttttgttt 

128 ttgttttgtt tttaaatcaa tcatgttaca ctaatayaaa cttygcactc 

129 tgcctgyaca agcacatayc aagctgaact gtcctaaggc aggggcgagc 

130 gg 

. 13 3 <210> SEQ ID NO: 6 

134 <211> LENGTH: 714 

135 <212> TYPE: DNA 

13 6 <213> ORGANISM: Homo sapiens 

138 <4 00> SEQUENCE: 6 

139 ggagtgagag gccatagctg tctggcatgg gcctctccac cgtgcctgac 

140 cactgattct Lccccaggty c tec tg gage tgttggtggy aatatacccc 

141 ttggactggt ccctcaccta gyggacaggg agaayagaga tagtgtytgt 

14 2 aatatatcoa ccctyggctt oagtcccgtg cccagtcttc tcagatgagg 
14 3 gegggcaget ctaaggaccg tectgegaga tcgccttcca accccacttt 

144 ggaggggtcc tycaggygea aycaggagct agcayccgcc tacttggtgc 

145 atgtacatag cttttctcag ctgcctgcgc gccgccgaca gtcagcgctg 
14 6 gagaygtgcg ccgtgygctc aagagcctga gtgggtggtt tgcgaggatg 
147 tgcctcatgc ccgttttggg tgtcctcacc agcaaggctg ctcgggggcc 
14 8 ccctgagcct ttttcacagt gcataagcag ttttttttgt ttttgttttg 

14 9 tttttaaatc aa tea tgtta cactaataga aacttggcac tcctgtgccc 
150 caagcacata gcaagctgaa ctgtcctaag geaggggega geaeggaaca 

15 3 <210> SEQ ID NO: 7 

154 <211> LENGTH: 1132 

155 <212> TYPE: DMA 

156 <213> ORGANISM: Homo sapiens 

158 <4 00> SEQUENCE: 7 

159 ggggagtgag aggecatage tgtctggcat gggcctctcc accgtgcctg 

160 gccgctggtg ctccttcacc gcttcagaaa accacctcag acactgcctc 

161 aatgccgaaa ggaaatgggt caggtggaga tctcttcttg cacagtggac 

162 tgtgtggctg caggaagaac cagtaccggc attattggag tgaaaacett 

163 teaattgeag cctctgcctc aatgggaccg tgcacctctc ctgecaggag 

164 ccgtgtgcac ctgccatgca ggtttctttc taagagaaaa cgagtgtgtc 

16 5 actgtaagaa aagcctggag tgcacgaagt tgtgcctacc ccagattgag 
16 6 gcactgagga ctcaggcacc acagtgctgt tgcccctggt cattttcttt 
16 7 ttttatccct cetctCcatt ggtttaatgt atcgctacca acggtggaag 

168 actccattgt ttgtgggaaa tcgacacctg aaaaagaggg ggagcttgaa 

169 ctaagcccct ggccccaaac ccaagcttca gtcccactcc aggcttcacc 

170 gcttcagtcc cgtgcccagt tccaccttcg ccttccaacc ccactttttt 
17.1 ggggtcctgc aggggcaagc aggagctagc ayccgcctac ttggtgctaa 
172 tacatagctt ttctcayctg cctycgcgcc gccgacagtc agcgctgtgc 



ctgctgctgc 
ggactggtcc 
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tctgcctgga 
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ggtctttgee 
tccaagctct 
gyaactacta 
cccaccctyg 
ctggaaagga 
ccoctcgatg 
gegcygagag 
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-L 7 3 uqgtycyccg tyggctcaag agcctgagt.g gytggtttgo 
174 ctcatgcccg ttttgggtgt cctcaccagc aaggctgctc 
17 5 tgaqcctttt tcacaytgca taaqcayttt tttttytttt 

17 6 ttaaatcaat catyttacac taatagaaac ttggcactcc 
177 gcacatayca agctgaactg tcctaaggca ggggcgagca 

18 0 <210> SEQ ID NO: 8 

181 <211> LhJNGTH : 1316 

182 <2I2> TYPE: UNA 

183 <213> ORGANISM: Homo sapiens 

185 <4 00> SEQUENCE : 8 

186 eggcccagtg atcttgaacc ccaaagycca gaactgyayc 

187 qaaaattaaa qcayayagga gggqagaga t cactggqacc 

188 gagtctcaac cctcaactgt caccccaagg cacttgggac 

189 cgggaagccc cagcactgcc gctgccacac tgccetgayc 

190 ccatayctgt ctyycatygq cctetccaec ytcttcacct 

191 ggtgactgtc ccaactttqc ggctccccgc agaqaqytgq 

192 qaccccatcc ttgcgacayc cctcgcctcc yaccccatcc 

19 3 gaggacagcg ccoacaagcc acagagccta gaoaetgatg 

194 gtggtggaga acgtgccccc gttgcyctgg aaggaattcg 

195 gaccacyaga tcgatcggct ggagctgcay aacgygcgct 

196 agcatyctyg cgacctggag gcyqcycacg ccycyycycg 

197 ggacgcgtgc tccgcgacat gyacctgctg ggctycctgg 
.198 tgcggccccg ccgccctccc gcccgcgccc agtcttctca 

19 9 ygcagctcta aygaccgtcc tgcgagatcg ccttccaacc 

20 0 gggqtcctgc aggggcaagc aggagetaqc agecgectac 
2 01 Lacatagctt ttctcagctg cctgcgcgcc gccgaeayto 
202 aggtgcgccg tgggctcaag agcctgagtg ggtggtttgc 
20 3 ctcatgcccg ttttgggtgt cctcaccagc aaggctgcf.c 

204 tgagcotttt tcacagtgca taagcagttt tttttytttt 

205 ttaaatcaat catgttacac taatagaaac ttggcactcc 

206 gcacatagca agctgaactg tcctaaggca ggggcgagca 

207 ctggayctgt ggacttttgt acatacacta aaattctqaa 

210 <210> SEQ ID NO: 9 

211 <211> LENGTH: 219 

212 <212> TYPE: PRT 

213 <213> ORGANISM: Homo sapiens 
215' <400> SEQUENCE: 9 

216 Met Gly Leu Ser Thr Val Pro Asp Leu Leu Leu 

217 1 5 10 

219 Glu Leu Leu Val Gly He Tyr Pro Ser Gly Val 

220 20 25 

2 22 His Leu Gly Asp Arg Glu Lys Arg Asp Ser Val 
223 35 40 

225 Tyr He His Pro Gin Asn Asn Ser He Cys Cys 

226 50 55 

22 8 Gly Thr Tyr Leu Tyr Asn Asp Cys Pro Gly Pro 
229 65 70 75 

231 Cys Arg Glu Cys Glu Ser Gly Ser Phe Thr Ala 

232 85 90 



gaggatgagg gacgctatgc 
gggggcccct ggttcgtccc 
tgttttqttt tgttttgttt 
t g t g c c c t c t g c c t g g a c a a 
cggaacaatg yg 



ctcagtccag 
aggccqtq >t 
qtcctygaca 
ccaaa tgggg 
ecayctccac 
caccacccta 
ccaaccccet 
accccgcyac 
tgcqgcgcct 
gcctgcgcga 
agg ccacgct 
aggacatcga 
qa tgaggctg 
ccactttttt 
ttgqtgctaa 
agcgctgtyc 
gaggatgagg 
ggyggcccct 
tgttttgttt 
tgtgccctct 
cggaacaatg 
gttaaagctc 



agaa ttc tga 
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gaccgagtcc 
gagtgagagg 
ctataccccc 
tcagggqyct 
tcayaay tyy 
gctgtacgcc 
agggctgagc 
gqcgcaa tac 
yyayctyctg 
ggaggcgct t 
cgcccctgcg 
c tgy aaagga 
cccc tcgatg 
gcgcygagay 
gacgctatgc 
ggttcgtccc 
tgttttgttt 
gcctggacaa 
qggee ttcag 
aaaaaa 
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